Supplementary Materials
Supplementary Table 1. Gene Ontology (GO) classification of genes with bricks in their promoters. GO categories significantly overrepresented for three or more brick levels are highlighted in gray. Bonferroni multiple-testing correction was used to establish appropriate significant cut-off levels. . The expected fraction of overlaps was measured by using a set of random 5-mers from the sequence of the human genomeWith the number of bricks overlapping regions of phastCons score > 0.95 ranging from 67,000 to 13,000,000, and the expected fraction of overlaps being less than 2.5%, the p-value of these overlaps being random is less than 10 Fraction of bricks with phastCons score > 0.95
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